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<110> APPLICANT: Ebner, Reinhara 

Chopra, Arvi.nd 

Ruben, Steven M. 
<12 0> TITLE OF INVENTION: Connective Tissue Grov;th Factor- 3 
<13 0> FILE REFERENCE: 14 38.0630002 
<14 0> CURRENT APPLICATION NUMBER: US/09/712,14 2 
<141> CURRENT FILING DATE: 2000-11-15 
<150> PRIOR APPLICATION NUMBER: US 60/030,720 
<151> PRIOR FILING DATE: 1996-11-08 
<150> PRIOR APPLICATION NUMBER: US 08/966,020 
<151> PRIOR FILING DATE: 199 7-11-07 
<160> NOMBER OF SEQ ID NOS : 13 
<170> SOFTWARE: Pateutld version 3.0 
<210> SEQ ID NO: 1 
<2I1> LENGTH: 12 8 5 
<212> TYPE: DNA 
<213> ORGANISM: Honio sapiens 
<220> FEATURE: 
<2 21> NAME/ KEY: CDS 
<222> LOCATION: (9 ),. (758 ) 
<220> FEATURE: 
<221> NAME/KEV: sig_peptide 
<222> LOCATION: (9) . . (65) 
<220> FEATURE: 
<22I> NAl'IE/KEY 
<2 22> LOCATION 
<400> SEQUENCE 



ENTERED 



inat_peptide 
(66) . . () 
1 

caggcjgac atg aga ggc aca ccg aag acc cac ct:c ctg ycc t:tc tec etc 50 
Met Arg Gly Thr Pro Lys Thr His Leu Leu Ala Phe Ser Leu 
-15 " -10 
etc tgc etc etc tea aag gtg cgt acc cag ctg tgc ccg aca cca tgt 98 
Leu Cys Leu Leu Ser Lys Val Arg Thr Gin Leu Cys Pro Thr Pro Cys 
-5 -11 5 10 

acc tgc ccc tggA^ca act ccc cga tgc ccg ctg gga gta ccc ctg gtg x\ i46 
Thr Cys Pro Trp Pro Pro Pro Arg Cys Pro Leu Gly Val Pro Leu Val 

15' : . 20 25 

ctg gat ggc tgt ggc tgc tgc egg gta tgt gca egg egg ctg ggg gag 19 4 

Leu Asp Gly Cys Gly Cys Cys Arg Val Cys Ala Arg .Arg Leu Gly Glu 

30 35 40 

ccc tgc gac caa etc cac gtc tgc gac gee age cag ggc cLg gtc tgc 242 
Pro Cys Asp Gl.n Leu His Val Cys Asp Ala Ser Gin Gly Leu Val Cys 

4 5 50 5 5 

cag ccc ggg gca gga ccc ggt ggc egg ggg gcc ctg tgc etc ttg gca 290 
Gin Pro Gly Ala Gly Pro Gly Gly Arg Gly Ala Leu Cys Leu Leu Ala 
60 65 70 75 

gag gac gac age age tgt gag gtg aac ggc cgc ctg tat egg gaa ggg 338 
Glu Asp Asp Ser Ser Cys G.Ui Val Asn Gly Arg Leu Tyr Arg Glu Gly 
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275 145 150 155 160 

277 Cys Clu Glu Trp Val Cys Asp Glu Pro Lys Asp Gin Thr Val Val Gly 

278 165 170 175 
28 0 Pro Ala Leu Ala Ala Tyr Arg Leu Glu Asp Thr Phe Gly Pro Asp Pro 
2B1 180 185 lyO 
28 3 Thr Met He Arcj Ala Asn Cys Lgu Val Gin Thr Thr Glu Trp Ser Ala 
284 195 200 205 
28 6 Cys Ser Lys Thr Cys Gly Met Gly He Ser Thr Arq Val Thr Asn Asp 
28 7 210 215 220 

2 89 Asn Ala Ser Cys Arg Leu Glu Lys Gin Ser Arg Leu Cys Met Val Arg 
290 225 23 0 23 5 24 0 

292 Pro' Cys Glu Ala Asp Leu Glu Glu Asn Tie Lys Lys Gly Lys Lys Cys 

293 245 250 255 

295 lie Arg Thr Pro Lys He Ser Lys Pro He Lys Phe Glu Leu Ser Gly 

296 260 265 270 
29 B Cys Thr Ser Met Lys Thr Tyr Arg Ala Lys Phe Cys Gly Val Cys Thr 
299 275 280 285 

301 Asp Gly Arg Cys Cys Thr Pro His Arg Thr Thr Tlir Leu Pro Val Glu 

302 290 295 300 

3 04 Phe Lys Cys Pro Asp Gly Glu Val Met Lys Lys Asn Met Met Phe He 
305 305 310 315 320 
30 7 Lys Thr Cys Ala Cys Hi.s Tyr Asn Cys Pro Gly Asp' Asn Asp He Phe 
308 325 330 335 

310 Glu Ser Leu Tyr Tyr Arg Lys Met Tyr Gly Asp Met Ala 

311 340 345 
313 <210> SEQ ID NO : 4 
315 <211> LENGTH: 36 
317 <212> TYPE: DNA 
319 <213> ORGANISM: DNA primer 
3 23 <4 00> SEQUENCE: 4 

324 caccacggat ccaaggtgcg tacccagctg tgcccg 
327 <210> SEQ TD NO: 5 
3 29 <211> LENGTH: 32 
3 31 <212> TYPE: DNA 

33 3 <213> ORGANISM: DNA primer 
3 37 <4 0 0> SEQUENCE: 5 

338 gatgtaagct tcgtgtcccc attcccagcc eg 
341 <210> SEQ ID NO: 6 
3 43 <211> LENGTH: 3 9 

34 5 <212> /fv^PE: DNA 
347 <213> /ORGANISM: DNA primer 

351 <400> SEQUENCE: 6 

352 cggcaggatc cgccatcatg agaggcacac cgaagaccc 39 

35 5 <210> SEQ TD NO: 7 
357 <21.1> LENGTH: 3 2 
359 <212> TYPE: DNA 

361 <213> ORGANISM: DNA primer 

36 5 <4 00> SEQUENCE: 7 

366 gatgtggtac ccgtgtcccc attcccagcc eg 32 
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369 <210> SEO ID NO: 8 
371 <211> LENGTH: 4 0 

37 3 <212> TYPE: DNA 

375 <2I3> ORGANISM: DNA primer 

379 <4 00> SEQUENCE: 8 

380 cjctctjgatcc gccatcatga cjaggcacacc gaagacccac 40 
383 <210> SEQ ID NO: 9 

3B5 <211> LENGTH: 4 3 
387 <212> TYPE: DNA 

38 9 <213> ORGANISM: DNA primer 

393 <4 00> SEQUENCE: 9 

394 tjatgttctag aagaaggcac tgttttgtgg actqcgaccc ctg 4 3 
397 <210> SEQ ID NO: 10 

3 99 <211> LENGTH: 264 

4 01 <212> TYPE: DNA 

4 03 <213> ORGANISM: EST 
407 <220> FEATURE: 

4 09 <221> NAME/KEY: Unsure ^ 
4 1 1 <2 2 2> LOCAT ION : { f) 6 ) . . ( 5 6 ) 

413 <223> OTHER INFORMATION: May be any nucleotide. 

419 <22 0> FEATURE: 

42.1 <221> NAME/KEY: Unsure 

423 <222> LOCATION: (128).. (128 ) 

425 <223> OTHER INFORMATION: May be any nucleotide. 

431 <220> FEATURE: 

4 3 3 < 2 2 1 > NAJ-IE/K E Y : U n s u r e 

435 <222> LOCATION: (246).. (246) 

437 <223> OTHER INFORMATION: May be any nucleotide. 

4 43 <4 00> SEQUENCE: 10 ^ 

4 44 ctggtggccc tgtgcctggg ccctgggctg atggaagatg gtccgtgccc aggccnttgg 6 0 

44 6 '-ctgcaqgcaa*ca*ctttagct tggqtccacc atgcagaaca ccaata'ttaa cacgctgcct: 120 
44 8 ggtctgtntg gatcccgagg tatggcagag gtgcaagacc tagtcctctt tcctctaact 18 0 
450\!i^'CCg'C'Ct'd^~q^f^qct<j(^6c aaggtgtcca gggtcctcta gcccacttcc tgcctacaca 24 0 
4 52 cacagnctat atcaaacatg caca 264 
4 5!r"<2T0>*"SEQ''TD NO: 11 
4 57 <211> LENGTH: 239 
4 59 <212> TYPE: DNA 
4 61 <213> ORGANISM: EST 
465 <220> FEATURE: 
467 <221> NA1-1E/KEY: Un'sure 
4 69 <222> LOCATION: (5).. (5) 

4 71 <223> OTHER INFORMATION; May be any nucleotide. 
4 77 <220> FEATURE: 
479 <221> NAME/KEY: Unsure 
481 <222> LOCATION: (:!0)..(10) 

483 <223> OTHER INFORMATION: May be any nucleotide. 
4 89 <220> FEATURE: 
4 91 <221> NAME/KEY: Unsure 
493 <222> LOCATION: (85).. (85) 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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